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ABSTRACT

RESULTS

Background Figure 1. Patient Characteristics

HER2-targeted therapy is broadly used in advanced breast cancer (aBC). For HER2+ aBC (HER2

Figure 5. ERBB2 CN ratio of <0.5 is associated with poor outcome to TDXd in 2L+ HER2-low metastatic breast
cancer. rwTTD, rwPFS and rwOS was examined for patients with ERBB2 CN ratio of >0.5 v £0.5. The ERBB2 CN

Figure 3. ERBB2 amplification is associated with benefit on 1L trastuzumab/pertuzumab + chemo in 1L mHER2+
breast cancer. rwTTD, rwPFS and rwOS were examined for patients who were HER2+ by IHC with either a reported
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Figure 2. High ERBBZ2 CN ratio is associated with with HER2 IHC 3+ staining. The top plot shows the distri-

bution of HER2 IHC status within each ERBB2 CN ratio bin. The bottom plot shows the distribution of ERBB2

CN ratio in each HER2 IHC staining group (O, 1+, 2+, 3+).

ratio of =5 had similar benefit on 1L t/p + chemo regardless of CN ratio bucket (right plots)

associations between an ERBB2 CN ratio >0.5 and with comparable trends observed for rwTTD (aHR= 0.71
(95% CI 0.28-1.7), p = 0.45) and rwOS (aHR= 0.53 (95% CI| 0.17-1.64), p = 0.27).
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